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4. Louca P, [13 authors], Menni C. Plasma protein N-glycome composition associates with 
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21. Deriš H, [9 authors], Menni C, Lauc G. Immunoglobulin G glycome composition in transition from 
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25. Hysi PG, Mangino M, Christofidou P, Falchi M, Karoly ED, Nihr Bioresource Investigators, Mohney 
RP, Valdes AM, Spector TD, Menni C. Metabolome Genome-Wide Association Study Identifies 74 
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diagnosis of insulin resistance approaches. BMJ Open Diabetes Res Care. 2021 Sep;9(1):e002263. 
doi: 10.1136/bmjdrc-2021-002263.  

29. Merino J, et al. Diet quality and risk and severity of COVID-19: a prospective cohort study. Gut. 
2021 Nov;70(11):2096-2104. doi: 10.1136/gutjnl-2021-325353.  



30. Ruth KS, et al. Genetic insights into biological mechanisms governing human ovarian ageing. 
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31. Vijay A, Astbury S, Panayiotis L, Marques FZ, Spector TD, Menni C, Valdes AM. Dietary 
Interventions Reduce Traditional and Novel Cardiovascular Risk Markers by Altering the Gut 
Microbiome and Their Metabolites. Front Cardiovasc Med. 2021 Jul 14;8:691564. doi: 
10.3389/fcvm.2021.691564.  

32. Nogal A, [7 authors], Menni C. Circulating Levels of the Short-Chain Fatty Acid Acetate Mediate the 
Effect of the Gut Microbiome on Visceral Fat. Front Microbiol. 2021 Jul 15;12:711359. doi: 
10.3389/fmicb.2021.711359.  

33. Louca P, [24 authors], Menni C. Modest effects of dietary supplements during the COVID-19 
pandemic: insights from 445 850 users of the COVID-19 Symptom Study app. BMJ Nutr Prev 
Health. 2021 Apr 19;4(1):149-157. doi: 10.1136/bmjnph-2021-000250. 

34. Kifer D, [14 authors], Menni C. N-glycosylation of immunoglobulin G predicts incident 
hypertension. J Hypertens. 2021 Dec 1;39(12):2527-2533. doi: 10.1097/HJH.0000000000002963. 

35. Zouiouich S, et al. Markers of metabolic health and gut microbiome diversity: findings from two 
population-based cohort studies. Diabetologia. 2021 Aug;64(8):1749-1759. doi: 10.1007/s00125-
021-05464-w. 

36. Pan XF, et al. Associations of circulating choline and its related metabolites with cardiometabolic 
biomarkers: an international pooled analysis. Am J Clin Nutr. 2021 Sep 1;114(3):893-906. doi: 
10.1093/ajcn/nqab152.  

37. Minichino A, et al. Endocannabinoid system mediates the association between gut-microbial 
diversity and anhedonia/amotivation in a general population cohort. Mol Psychiatry. 2021 
Nov;26(11):6269-6276. doi: 10.1038/s41380-021-01147-5.  

38. Louca P, [9 authors], Menni C. Gut microbiome diversity and composition is associated with 
hypertension in women. J Hypertens. 2021 Sep 1;39(9):1810-1816. doi: 
10.1097/HJH.0000000000002878. 

39. Greto VL, et al. Extensive weight loss reduces glycan age by altering IgG N-glycosylation. Int J 
Obes (Lond). 2021 Jul;45(7):1521-1531. doi: 10.1038/s41366-021-00816-3 

40. Menni C, et al. Vaccine side-effects and SARS-CoV-2 infection after vaccination in users of the 
COVID Symptom Study app in the UK: a prospective observational study. Lancet Infect Dis. 2021 
Jul;21(7):939-949. doi: 10.1016/S1473-3099(21)00224-3.  

41. Valdes AM, et al. Longitudinal assessment of symptoms and risk of SARS-CoV-2 infection in 
healthcare workers across 5 hospitals to understand ethnic differences in infection risk. 
EClinicalMedicine. 2021 Apr;34:100835. doi: 10.1016/j.eclinm.2021.100835.  

42. Yang JJ, et al. Circulating trimethylamine N-oxide in association with diet and cardiometabolic 
biomarkers: an international pooled analysis. Am J Clin Nutr. 2021 May 8;113(5):1145-1156. doi: 
10.1093/ajcn/nqaa430.  

43. Nogal A, Valdes AM, Menni C. The role of short-chain fatty acids in the interplay between gut 
microbiota and diet in cardio-metabolic health. Gut Microbes. 2021 Jan-Dec;13(1):1-24. doi: 
10.1080/19490976.2021.1897212.  

44. Sudre CH, et al. Symptom clusters in COVID-19: A potential clinical prediction tool from the COVID 
Symptom Study app. Sci Adv. 2021 Mar 19;7(12):eabd4177. doi: 10.1126/sciadv.abd4177.  

45. Sudre CH, et al. Attributes and predictors of long COVID. Nat Med. 2021 Apr;27(4):626-631. doi: 
10.1038/s41591-021-01292-y.  
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is mediated by the gut microbiome. BMC Med. 2021 Feb 11;19(1):37. doi: 10.1186/s12916-021-
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47. Williams FMK, et al. Self-Reported Symptoms of COVID-19, Including Symptoms Most Predictive of 
SARS-CoV-2 Infection, Are Heritable. Twin Res Hum Genet. 2020 Dec;23(6):316-321.  

48. Kifer D, et al. Effects of Environmental Factors on Severity and Mortality of COVID-19. Front Med 
(Lausanne). 2021 Jan 20;7:607786. doi: 10.3389/fmed.2020.607786. 

49. Leeming ER, Louca P, Gibson R, Menni C, Spector TD, Le Roy CI. The complexities of the diet-
microbiome relationship: advances and perspectives. Genome Med. 2021 Jan 20;13(1):10. doi: 
10.1186/s13073-020-00813-7.  

50. Mompeo O, Gibson R, Christofidou P, Spector TD, Menni C, Mangino M. Genetic and Environmental 
Influences of Dietary Indices in a UK Female Twin Cohort. Twin Res Hum Genet. 2020 
Dec;23(6):330-337. doi: 10.1017/thg.2020.84.  

51. Bowyer RCE, [15 authors], Menni C. Geo-social gradients in predicted COVID-19 prevalence in 
Great Britain: results from 1 960 242 users of the COVID-19 Symptoms Study app. Thorax. 2021 
Jul;76(7):723-725. doi: 10.1136/thoraxjnl-2020-215119.  

52. Mompeo O, Berry SE, Spector TD, Menni C, Mangino M, Gibson R. Differential associations between 
a priori diet quality scores and markers of cardiovascular health in women: cross-sectional 
analyses from TwinsUK. Br J Nutr. 2021 Oct 14;126(7):1017-1027. doi: 
10.1017/S000711452000495X.  

53. Surendran P, et al. Discovery of rare variants associated with blood pressure regulation through 
meta-analysis of 1.3 million individuals. Nat Genet. 2020 Dec;52(12):1314-1332. doi: 
10.1038/s41588-020-00713-x.  

54. Bar N, et al. A reference map of potential determinants for the human serum metabolome. 
Nature. 2020 Dec;588(7836):135-140. doi: 10.1038/s41586-020-2896-2.  

55. Menni C, Sudre CH, Steves CJ, Ourselin S, Spector TD. Widespread smell testing for COVID-19 has 
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56. Lee KA, et al. Cancer and Risk of COVID-19 Through a General Community Survey. Oncologist. 
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57. Louca P, Mompeo O, Leeming ER, Berry SE, Mangino M, Spector TD, Padmanabhan S, Menni C. 
Dietary Influence on Systolic and Diastolic Blood Pressure in the TwinsUK Cohort. Nutrients. 2020 
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Risk of Obesity Independently of Fiber Intake. Nutrients. 2020 Jun 23;12(6):1871. doi: 
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59. Menni C, et al. Serum metabolites reflecting gut microbiome alpha diversity predict type 2 
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60. Menni C, Sudre CH, Steves CJ, Ourselin S, Spector TD. Quantifying additional COVID-19 symptoms 
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61. Menni C, et al. Real- time tracking of self-reported symptoms to predict potential COVID-19. Nat 
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62. Drew DA, et al. Rapid implementation of mobile technology for real-time epidemiology of COVID-
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63. Louca P, Menni C, Padmanabhan S. Genomic Determinants of Hypertension With a Focus on 
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64. Nag A, et al. Genome-wide scan identifies novel genetic loci regulating salivary metabolite levels. 
Hum Mol Genet. 2020 Mar 27;29(5):864-875. doi: 10.1093/hmg/ddz308.  
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PARTECIPAZIONE IN QUALITÀ DI RELATORE A CONGRESSI E CONVEGNI DI INTERESSE INTERNAZIONALE 
(inserire titolo congresso/convegno, data, ecc.) 

 

15/09/2022 Workshop organizzato dal GERMAN BIOBANK NODE (GBN) su Biobanking in Microbiome 
Research, Hannover, Germania 15/09/2022 Presentazione orale (invited speaker) The gut microbiome, 
diet and cardiometabolic health 

24/05/2022  32nd European Congress of Clinical Microbiology & Infectious Diseases, Lisbona Portogallo 
Presentazione orale (invited speaker) per il Lancet Group Titolo della presentazione: Symptom 
prevalence, duration, and risk of hospital admission in individuals infected with SARS-CoV-2 during 
periods of omicron and delta variant dominance: a prospective observational study from the ZOE 
COVID Study   



11/02/2022 Ciclo di seminari organizzati dalla Fondation Leducq, per il miglioramento della salute 
umana attraverso sforzi internazionali per combattere le malattie cardiovasculare. Presentazione 
orale (invited speaker) per la sessione Webinar su funzione cardiaca regerativa. Titolo della 
presentazione "Talk Title: Metabolomics and gut microbiome in cardiovascular health"  

02/06/2020 Conferenza sul Covid 19 "Covid-19 Nose: Upper Airway Symptoms and Cell Biology 
Relevant to SARS-CoV-2" organizzata in remoto da Monell Chemical Senses Center, Philadelphia Titolo 
della presentazione orale (invited speaker):Loss of smell and taste in combination with other 
symptoms is a strong predictor of COVID-19 infection. 

08/07/2019 Congresso organizzato dal Centro Europeo per la tossicologia (ECETOC) per gli esperti di 
microbioma Porto, Portogallo 2019. Titolo della presentazione orale (invited speaker): The fecal 
metabolome as a functional readout of the gut microbiome. 

24/05/2016 Convegno organizzato dal Metabolomics Interest Group presso il National Institute of 
Health, Washington DC. Presentazione orale via Webinar. Titolo della presentazione: "Metabolomics of 
Blood Pressure Regulation"      

10/06/2016-13/06/2016 European Society of Hypertension, Parigi 2016. Presentazione orale: "Blood 
pressure and hexadecanedioate: dissecting functional pathways", late breaker session  

11/07/2016 -14/07/2016 Nutrition Society Summer Conference, Dublino 2016. Relazione orale 
plenaria: "Lessons on dietary biomarkers from Twin Studies  

28/10/2014 -29/10/2014 Metabolomics Think Tank Meeting organizzato dal National Cancer Institute, 
parte del National Institute of Health, Washington DC 2014. Presentazione orale: "TwinsUK" 

15/04/2014 Istituto Nazionale di genetica molecolare, Ospedale Maggiore Policlinico di Milano. 
Presentazione orale: "A multi-omics approach to study blood pressure regulation"  

19/06/2013 European Society of Hypertension, Satellite symposium "Gene- environment interaction in 
hypertension, Padova 2013 Presentazione orale "Genetic and metabolomic regulation of blood 
pressure"    

26/04/2012 -29/04/2012 European Society of Hypertension, presentazione orale "Heritability studies in 
twins show absence of genetic effect on visit-to-visit blood pressure variability", late breaker session. 
La presentazione è stata selezionata come una delle 13 meeting highlights e ha vinto ESH  
  

  

 
 
 

 
ATTIVITÀ GESTIONALI, ORGANIZZATIVE E DI SERVIZIO 
 

INCARICHI DI GESTIONE E AD IMPEGNI ASSUNTI IN ORGANI COLLEGIALI E COMMISSIONI, PRESSO RILEVANTI 
ENTI PUBBLICI E PRIVATI E ORGANIZZAZIONI SCIENTIFICHE E CULTURALI, OVVERO PRESSO L’ATENEO O 
ALTRI ATENEI 
(inserire incarico/impegno, ente, data, ecc.) 

 

22/12/2022 -> membro del consiglio di amministrazione della fondazione Angelo Bianchi Bonomi per lo 
studio e la ricerca nel campo dell'emofilia, della trombosi e delle malattie emorragiche. 

16/06/2020 -> membro del comitato esecutivo di TwinsUK (TREC: Department of Twin Research 
Executive Committee), King’s College London. ll TREC supervisiona la gestione, la condivisione dei dati 
e le collaborazioni che coinvolgono il registro TwinsUK.  



01/11/2014 -> membro fondatore e del comitato direttivo del consorzio COMETS (COnsortium of 
METabolomics Studies) che promuove collaborazioni tra studi di metabolomica prospettici. Lead 
investigator del working group su ipertensione e infarto al miocardio  
 
2013- > Head of metabolomics, Department of Twin Research & Genetic Epidemiology, King’s College 
London 

 
 
 

CONGEDI OBBLIGATORI EFFETTUATI 

26/10/2018-06/05/2019: congedo per maternità. 

06/07/2015 -18/01/2016: congedo per maternità. 

01/08/2012-01/02/2013: congedo per maternità. 

 
 
 
 

Data 31/07/2023 Luogo Milano 
 
 
 

 

 


