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Invited Talks

• ”Reverse engineering and modelling of metabolic networks: the case of Mendelian disorders”- 13th
May 2014, BioPreDyn: The systems biology modeling cycle - building mechanistic dynamical models,
EMBL-EBI, Hinxton, Cambridge, U. K., 12-15th May 2014.

• “Computational Modelling of Inborn Errors of Liver Metabolism” - 19th June 2013, National Research
Council (CNR), Naples, Italy.

• “Systems biology of genetic diseases/integration of gene networks and metabolic networks” – 14th
June 2013, BioPreDyn Workshop, Centre de Regulacio Genomica (CRG), Barcelona, Spain, 11-15th June
2013.

◦ “Developing a mathematical modeling framework for linking signaling, regulation, and metabolism:
metabolic processes under th e influence of hormones and genetic disorders as case studies” – 5th
March 2013, 1st BioPreDyn Annual Metting, Naples, Italy, 4-6th March 2013.

Talks

• In silico simulations predict a causative link between increased glycolysis and metabolic 
reprogramming in autosomal dominant polycystic kidney disease. 16th IEEE International Conference 
on Computational Intelligence in Bioinformatics and Computational Biology. Certosa di Pontignano, 
Italy, July 9-11, 2019.



• A Computational Systems-Level Approach to Decipher Inborn Errors of Metabolism.13th Annual 
Meeting of the Bioinformatics Italian Society. University of Salerno, Italy, 15-17 June 2016.

▪ “Differential Flux-balance Analysis: a new computational approach to identify alterations in human 
metab olic disorders” – 25th February 2015, BioPreDyn Annual Meeting 2015, Barcelona, Spain, 24 -
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▪ “An analysis of correlative and quantitative causality in P systems” – 29th August 2013, CMC13 - The 
13th International Conference on Membrane Computing, Budapest, Hungary, 28-31th August 2012.

▪ ”A genome-scale modelling approach to study inborn errors of liver metabolism: towards an in -silico
patient” – 15th November 2012, Fifth Annual RECOMB/ISCB Conference on Regulatory and Systems 
Genomics, with DREAM Challenges. San Francisco, USA, 12-15th November 2012.
        
◦ “Metabolic P Systems practical” – 9th February 2010, Cranfield University, Cranfield, U. K.

◦ “Metabolic P Systems: an overview” -9th February 2010, Cranfield University, Cranfield, U. K.

▪ “MP analysis of the stochastic Schlogel’s reaction” – 4th February 2010, Eight Brainstorming Week on 
Membrane Computing, Sevilla, Spain 1-5th February 2010.

▪ “MetaPlab, a virtual laboratory for Metabolic P systems: use examples and main structures” – 24th 
August 2009. Tenth Workshop on Membrane Computing, Curtea de Arges, Romania, 24-27th August 
2009.

 ▪ “Modelling and inferring biological phenomena by using Metabolic P Systems” – 24th April 2009. 
University of Verona, Department of Computer Science, Verona, Italy.

▪ “Multi-agent systems simulating the physiological role of plasmic membrane” – 22nd April 2009. 
University of Verona, Department of Computer Science, Verona, Italy.

▪ “Log-Gain theory for Metabolic P systems: work in progress” – 19th March 2009. University of Verona,
Department of Computer Science, Verona, Italy.

▪ “Inferring the initial fluxes of a metabolic process” – 3rd February 2009, Seventh Brainstorming Week
on membrane Computing, Sevilla, Spain 2-6th February 2009.

▪ “Towards an MP model of non-photochemical quencing” – 20th July 2008. Ninth Workshop on 
Membrane Computing, Edinburgh, U.K., 29 - 31th July 2008.

▪ “Quantum P Systems: Background, Definition and Computational Power” – 17th September 2008. 
University of Verona, Department of Computer Science, Verona, Italy.

◦ “Reverse-engineering of gene networks” – 11th September 2008. University of Verona, Department of
Computer Science, Verona, Italy.
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• 2017 “Post-Doctoral Fellowship-year 2018” award from Fondazione Umberto Veronesi for the year 
2018.

• 2017 “Bando ricerca finalizzata anno 2016 – Giovani Ricercatori (co-PI)” award from Italian Ministry 
of Health for the years 2018-2020.
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Symbol * denotes personal presentation of a work in the conference.

• 16th IEEE International Conference on Computational Intelligence in Bioinformatics and 
Computational Biology *. Certosa di Pontignano, Italy, 9-11 July, 2019.

• 13th Annual Meeting of the Bioinformatics Italian Society *. University of Salerno, Italy, 15-17 June 
2016.

◦ Sixth Annual RECOMB/ISCB Conference on Regulatory and Systems Genomics *, with DREAM 
Challenges. Toronto, Canada, 8-

• BioPreDyn Workshop *, Centre de Regulacio Genomica (CRG), Barcelona, Spain, 11-15th June 2013.

• 4th International Workshop on Interactions between Computer Science and Biology *. Florence, Italy,
6th June 2013.

• 1st BioPreDyn Annual Metting *, Naples, Italy, 4-6th March 2013.

◦ Fifth Annual RECOMB/ISCB Conference on Regulatory and Systems Genomics *, with DREAM Challen 
ges. San Francisco, USA, 12-15th November, 2012.
    • The 13th International Conference on Membrane Computing *, Budapest, Hungary, 28-31th August
2012.

• 12th International Conference on Systems Biology *, Mannheim, Germany, 28th August – 1st 
September 2011.

• XII International Congress on Molecular Systems Biology *, Lleida, Spain, 8-12th May 2011,

• Eight Brainstorming Week on Membrane Computing *, Sevilla, Spain, 1-5th February 2010.

• Tenth Workshop on Membrane Computing *, Curtea de Arges, Romania, 24-27th August 2009.

• Seventh Brainstorming Week on Membrane Computing *, Sevilla, Spain, 2-6th February 2009.

• The Architecture of Biological Complexity – Biocomplex 2008, Trento, Italy, 4-6th November 2008.

• Ninth Workshop on Membrane Computing *, Edinburgh, U.K., 29-31th July 2008.
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ISSN: 1572-9796 (Electronic)
         1567-7818 (Print)
DOI:  https://doi.org/10.1007/s11047-008-9104-x

[15] V. Manca, R. Pagliarini, S. Zorzan. Toward an MP model of Non Photochemical Quenching. Lecture
Notes in Computer Science, volume 5391, pp. 299-310, 2009.
ISSN: 1611-3349 (Electronic)
         0302-9743 (Print)
DOI: 10.1007/978-3-540-95885-7_22

Refereed Conferences with Proceedings
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2019.
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